FIGURE 1 



Effect of a hfY Y, antagonist BBP3226 [1-100 pgfcg iv] on Irtiacavemosal 
Ressue (ICP) at stimJation in the Anaesthetised Rabbit 




BBP322S [|^<g 1 ] 



*PO.05,StLdertst-test 



Effect of a selective NPY Y1 antagonist (BIBP3226; 0.03-0.3mg/kg) 
on mean arterial blood pressure in the anaesthetised rabbit 




Basal Veh Basal 0.03 Basal 0.1 Basal 0.3 



BIBP3226[mg/kg] 





FIGURE 4 



SEQ ID No. 1 



5 



10 



1 accccatccg ctggctctca cccctcggag acgctcgccc gacagcatag tacttgccgc 

61 ccagccacgc ccgcgcgcca gcca.cca.tgc taggtaacaa gcgactgggg ctgtccggac 

121 tgaccctcgc cctgtccctg ctcgtgtgcc tgggtgcgct ggccgaggcg tacccctcca 

181 agccggacaa cccgggcgag gacgcaccag cggaggacat ggccagatac tactcggcgc 

241 tgcgacacta catcaacctc atcaccaggc agagatatgg aaaacgatcc agcccagaga 

301 cactgatttc agacctcttg atgagagaaa gcacagaaaa tgttcccaga actcggcttg 

361 aagaccctgc aatgtggtga tgggaaatga gacttgctct ctggcctttt cctattttca 

421 gcccatattt catcgtgtaa aacgagaatc cacccatcct accaatgcat gcagccactg 

481 tgctgaattc tgcaatgttt tcctttgtca tcattgtata tatgtgtgtt taaataaagt 
541 atcatgcatt c 
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FIGURE 5 

(SEQ ID No. 2) 

5 1 attgttcagt tcaagggaat gaagaattca gaataatttt ggtaaatgga ttccaatatc 

61 gggaataaga ataagctgaa cagttgacct gctttgaaga aacatactgt ccatttgtct 
121 aaaataatct ataacaacca aaccaatcaa aatgaattca acattatttt cccaggttga 
181 aaatcattca gtccactcta atttctcaga gaagaatgcc cagcttctgg cttttgaaaa 
241 tgatgattgt catctgccct tggccatgat atttacctta gctcttgctt atggagctgt 
10 3 01 gatcattctt ggtgtctctg gaaacctggc cttgatcata atcatcttga aacaaaagga 

361 gatgagaaat gttaccaaca tcctgattgt gaacctttcc ttctcagact tgcttgttgc 
421 catcatgtgt ctccccttta catttgtcta cacattaatg gaccactggg tctttggtga 
481 ggcgatgtgt aagttgaatc cttttgtgca atgtgtttca atcactgtgt ccattttctc 
541 tctggttctc attgctgtgg aacgacatca gctgataatc aaccctcgag ggtggagacc 
15 601 aaataataga catgcttatg taggtattgc tgtgatttgg gtccttgctg tggcttcttc 

661 tttgcctttc ctgatctacc aagtaatgac tgatgagccg ttccaaaatg taacacttga 
|5 721 tgcgtacaaa gacaaatacg tgtgctttga tcaatttcca tcggactctc ataggttgtc 

§=* 781 ttataccact ctcctcttgg tgctgcagta ttttggtcca ctttgtttta tatttatttg 

%f 841 ctacttcaag atatatatac gcctaaaaag gagaaacaac atgatggaca agatgagaga 

fU 20 901 caataagtac aggtccagtg aaaccaaaag aatcaatatc atgctgctct ccattgtggt 

961 agcatttgca gtctgctggc tccctcttac catctttaac actgtgtttg attggaatca 
1021 tcagatcatt gctacctgca accacaatct gttattcctg ctctgccacc tcacagcaat 
I 1081 gatatccact tgtgtcaacc ccatatttta tgggttcctg aacaaaaact tccagagaga 

;*~ 1141 cttgcagttc ttcttcaact tttgtgattt ccggtctcgg gatgatgatt atgaaacaat 

25 1201 agccatgtcc acgatgcaca cagatgtttc caaaacttct ttgaagcaag caagcccagt 

12 61 cgcatttaaa aaaatcaaca acaatgatga taatgaaaaa atctgaaact acttatagcc 
1321 tatggtcccg gatgacatct gtttaaaaac aagcacaacc tgcaacatac tttgattacc 
1381 tgttctccca aggaatgggg ttgaaatcat ttgaaaatga ctaagatttt cttgtcttgc 
1441 ttttttactg cttttgttgt agtgtcataa ttacatttgg aacaaaaggt gtgggctttg 
30 1501 gggtcttctg gaaatagttt tgaccagaca tctttgaagt gctttttgtg aatttatgca 

1561 tataatataa agacttttat actgtactta ttggaatgaa atttctttaa agtattacga 
1621 tnnnctgact tcagaagtac ctgccatcca atacggtcat tagattgggt catcttgatt 
1681 agattagatt agattagatt gtcaacagat tgggccatcc ttactttatg ataggcatca 
1741 ttttagtgtg ttacaatagt aacagtatgc aaaagcagca ttcaggagcc gaaagatagt 
35 1801 cttgaagtca ttcagaagtg gtttgaggtt tctgtttttt ggtggttttt gtttgttttt 

1861 tttttttttc accttaaggg aggctttcat ttcctcccga ctgattgtca cttaaatcaa 
1921 aatttaaaaa tgaataaaaa gacatacttc tcagctgcaa atattatgga gaattgggca 
1981 cccacaggaa tgaagagaga aagcagctcc ccaacttcaa aaccattttg gtacctgaca 
2 041 acaagagcat tttagagtaa ttaatttaat aaagtaaatt agtattgctg caaatagcta 
40 2101 aattatattt atttgaattg atggtcaaga gattttccat tttttttaca gactgttcag 

2161 tgtttgtcaa gcttctggtc taatatgtac tcgaaagact ttccgcttac aatttgtaga 
2221 aacacaaata tcgttttcca tacagcagtg cctatatagt gactgatttt aactttcaat 
22 81 gtccatcttt caaaggaagt aacaccaagg tacaatgtta aaggaatatt cactttacct 
2341 agcagggaaa aatacacaaa aactgcagat acttcatata gcccatttta acttgtataa 
45 2401 actgtgtgac ttgtggcgtc ttataaataa tgcactgtaa agattactga atagttgtgt 

2461 catgttaatg tgcctaattt catgtatctt gtaatcatga ttgagcctca gaatcatttg 
2521 gagaaactat attttaaaga acaagacata cttcaatgta ttatacagat aaagtattac 
2 581 atgtgtttga ttttaaaagg gcggacattt tattaaaatc aagg 



ru 

a 




FIGURE 6 



5 (SEQ ID No. 3) 





1 


caagtggacc 


tgtactgaaa 


atgggtccaa 


taggtgcaga 


ggctgatgag 


aaccagacag5 




61 


tggaagaaat 


gaaggtggaa 


caatacgggc 


cacaaacaac 


tcctagaggt 


gaactggtcc 




121 


ctgaccctga 


gccagagctt 


atagatagta 


ccaagctgat 


tgaggtacaa 


gttgttctca 


10 


181 


tattggccta 


ctgctccatc 


atcttgcttg 


gggtaattgg 


caactccttg 


gtgatccatg 




241 


tggtgatcaa 


attcaagagc 


atgcgcacag 


taaccaactt 


tttcattgcc 


aatctggctg 




301 


tggcagatct 


tttggtgaac 


actctgtgtc 


taccgttcac 


tcttacctat 


accttaatgg 




361 


gggagtggaa 


aatgggtcct 


gtcctgtgcc 


acctggtgcc 


ctatgcccag 


ggcctggcag 




421 


tacaagtatc 


cacaatcacc 


ttgacagtaa 


ttgccctgga 


ccggcacagg 


tgcatcgtct 


15 


481 


accacctaga 


gagcaagatc 


tccaagcgaa 


tcagcttcct 


gattattggc 


ttggcctggg 




541 


gcatcagtgc 


cctgctggca 


agtcccctgg 


ccatcttccg 


ggagtattcg 


ctgattgaga 




601 


tcatcccgga 


ctttgagatt 


gtggcctgta 


ctgaaaagtg 


gcctggcgag 


gagaagagca 




661 


tctatggcac 


tgtctatagt 


ctttcttcct 


tgttgatctt 


gtatgttttg 


cctctgggca 




721 


ttatatcatt 


ttcctacact 


cgcatttgga 


gtaaattgaa 


gaaccatgtc 


agtcctggag 


20 


781 


ctgcaaatga 


ccactaccat 


cagcgaaggc 


aaaaaaccac 


caaaatgctg 


gtgtgtgtgg 




841 


tggtggtgtt 


tgcggtcagc 


tggctgcctc 


tccatgcctt 


ccagcttgcc 


gttgacattg 




901 


acagccaggt 


cctggacctg 


aaggagtaca 


aactcatctt 


cacagtgttc 


cacatcatcg 




961 


ccatgtgctc 


cacttttgcc 


aatccccttc 


tctatggctg 


gatgaacagc 


aactacagaa 




1021 


aggctttcct 


ctcggccttc 


cgctgtgagc 


agcggttgga 


tgccattcac 


tctgaggtgt 


25 


1081 


ccgtgacatt 


caaggctaaa 


aagaacctgg 


aggtcagaaa 


gaacagtggc 


cccaatgact 




1141 


ctttcacaga 


ggctaccaat 


gtctaaggaa 


gctgtggtgt 


gaaaatgtat 


ggatgaattc 



FIGURE 7 



SEQ ID No. 4: 

GGCACCAGCTCAGCCCCAAGCCACTGCTCTCCCATCCCAGTCCCTGGAAATCCAC 
CCACTTGGCCCAGCTCACCCCAACTCCAACCCACTGGGACCCAGTCTCCAGGGGCCTGAC 
TGTGGGCGGCAGCCACTCCTGAGTGAGCAAAGGTTCCTCCGCGGTGCTCTCCCGTCCAGA 
GCCCTGCTGATGGGGAAGTCCGAAGGCCCCGTGGGGATGGTGGAGAGCGCTGGCCGTGCA 
GGGCAGAAGCGCCCGGGGTTCCTGGAGGGGGGGCTGCTGCTGCTGCTGCTGCTGGTGACC 
GCTGCCCTGGTGGCCTTGGGTGTCCTCTACGCCGACCGCAGAGGGAAGCAGCTGCCACGC 
CTTGCTAGCCGGCTGTGCTTCTTACAGGAGGAGAGGACCTTTGTAAAACGAAAACCCCGA 
GGGATCCCAGAGGCCCAAGAGGTGAGCGAGGTCTGCACCACCCCTGGCTGCGTGATAGCA 
GCTGCCAGGATCCTCCAGAACATGGACCCGACCACGGAACCGTGTGACGACTTCTACCAG 
TTTGCATGCGGAGGCTGGCTGCGGCGCCACGTGATCCCTGAGACCAACTCAAGATACAGC 
ATCTTTGACGTCCTCCGCGACGAGCTGGAGGTCATCCTCAAAGCGGTGCTGGAGAATTCG 
ACTGCCAAGGACCGGCCGGCTGTGGAGAAGGCCAGGACGCTGTACCGCTCCTGCATGAAC 
CAGAGTGTGATAGAGAAGCGAGGCTCTCAGCCCCTGCTGGACATCTTGGAGGTGGTGGGA 
GGCTGGCCGGTGGCGATGGACAGGTGGAACGAGACCGTAGGACTCGAGTGGGAGCTGGAG 
CGGCAGCTGGCGCTGATGAACTCACAGTTCAACAGGCGCGTCCTCATCGACCTCTTCATC 
TGGAACGACGACCAGAACTCCAGCCGGCACATCATCTACATAGACCAGCCCACCTTGGGC 
ATGCCCTCCCGAGAGTACTACTTCAACGGCGGCAGCAACCGGAAGGTGCGGGAAGCCTAC 
CTGCAGTTCATGGTGTCAGTGGCCACGTTGCTGCGGGAGGATGCAAACCTGCCCAGGGAC 
AGCTGCCTGGTGCAGGAGGACATGGTGCAGGTGCTGGAGCTGGAGACACAGCTGGCCAAG 
GCCACGGTACCCCAGGAGGAGAGACACGACGTCATCGCCTTGTACCACCGGATGGGACTG 
GAGGAGCTGCAAAGCCAGTTTGGCCTGAAGGGATTTAACTGGACTCTGTTCATACAAACT 
GTGCTATCCTCTGTCAAAATCAAGCTGCTGCCAGATGAGGAAGTGGTGGTCTATGGCATC 
CCCTACCTGCAGAACCTTGAAAACATCATCGACACCTACTCAGCCAGGACCATACAGAAC 
TACCTGGTCTGGCGCCTGGTGCTGGACCGCATTGGTAGCCTAAGCCAGAGATTCAAGGAC 
ACACGAGTGAACTACCGCAAGGCGCTGTTTGGCACAATGGTGGAGGAGGTGCGCTGGCGT 
GAATGTGTGGGCTACGTCAACAGCAACATGGAGAACGCCGTGGGCTCCCTCTACGTCAGG 
GAGGCGTTCCCTGGAGACAGCAAGAGCATGGTCAGAGAACTCATTGACAAGGTGCGGACA 
GTGTTTGTGGAGACGCTGGACGAGCTGGGCTGGATGGACGAGGAGTCCAAGAAGAAGGCG 
CAGGAGAAGGCCATGAGCATCCGGGAGCAGATCGGGCACCCTGACTACATCCTGGAGGAG 
ATGAACAGGCGCCTGGACGAGGAGTACTCCAATCTGAACTTCTCAGAGGACCTGTACTTT 
GAGAACAGTCTGCAGAACCTCAAGGTGGGCGCCCAGCGGAGCCTCAGGAAGCTTCGGGAA 
AAGGTGGACCCAAATCTCTGGATCATCGGGGCGGCGGTGGTCAATGCGTTCTACTCCCCA 
AACCGAAACCAGATTGTATTCCCTGCCGGGATCCTCCAGCCCCCCTTCTTCAGCAAGGAG 
CAGCCACAGGCCTTGAACTTTGGAGGCATTGGGATGGTGATCGGGCACGAGATCACGCAC 
GGCTTTGACGACAATGGCCGGAACTTCGACAAGAATGGCAACATGATGGATTGGTGGAGT 
AACTTCTCCACCCAGCACTTCCGGGAGCAGTCAGAGTGCATGATCTACCAGTACGGCAAC 
TACTCCTGGGACCTGGCAGACGAACAGAACGTGAACGGATTCAACACCCTTGGGGAAAAC 
ATTGCTGACAACGGAGGGGTGCGGCAAGCCTATAAGGCCTACCTCAAGTGGATGGCAGAG 
GGTGGCAAGGACCAGCAGCTGCCCGGCCTGGATCTCACCCATGAGCAGCTCTTCTTCATC 
AACTATGCCCAGGTGTGGTGCGGGTCCTACCGGCCCGAGTTCGCCATCCAATCCATCAAG 
ACAGACGTCCACAGTCCCCTGAAGTACAGGGTACTGGGGTCGCTGCAGAACCTGGCCGCC 
TTCGCAGACACGTTCCACTGTGCCCGGGGCACCCCCATGCACCCCAAGGAGCGATGCCGC 
GTGTGGTAGCCAAGGCCCTGCCGCGCTGTGCGGCCCACGCCCACCTGCTGCTCGGAGGCA 
TCTGTGCGAAGGTGCAGCTAGCGGCGACCCAGTGTACGTCCCGCCCCGGCCAACCATGCC 
AAGCCTGCCTGCCAGGCCTCTGCGCCTGGCCTAGGGTGCAGCCACCTGCCTGACACCCAG 
GGATGAGCAGTGTCCAGTGCAGTACCTGGACCGGAGCCCCCTCCACAGACACCCGCGGGG 
CTCAGTGCCCCCGTCACAGCTCTGTAGAGACAATCAACTGTGTCCTGCCCACCCTCCAAG 
GTGCATTGTCTTCCAGTATCTACAGCTTCAGACTTGAGCTAAGTAAATGCTTCAAAGAAA 

AAAAAAAAAAAAAAAAAA 



FIGURE 8 

SEQ ID No. 5: 

5 GAGAGCTCGTTTAGTGAACCGTGAGAATTTTGtAATACGAC 
AATTCGGCACCAGCfCAGCCCCAAGCCAC 

CCACTTGGCCCAGCTCACCCCAACTCCAACCCACTGGGACCCAGTCTCCAGGGGCCTGAC 
TGTGGGCGGCAGCCACTCCTGAGTGAGCAAAGGTTCCTCCGCGGTGCTCTCCCGTCCAGA 
GCCCTGCTGATGGGGAAGTCCGAAGGCCCCGTGGGGATGGTGGAGAGCGCTGGCCGTGCA 
10 GGGCAGAAGCGCCCGGGGTTCCTGGAGGGGGGGCTGCTGCTGCTGCTGCTGCTGGTGACC 
GCTGCCCTGGTGGCCTTGGGTGTCCTCTACGCCGACCGCAGAGGGAAGCAGCTGCCACGC 
CTTGCTAGCCGGCTGTGCTTCTTACAGGAGGAGAGGACCTTTGTAAAACGAAAACCCCGA 
GGGATCCCAGAGGCCCAAGAGGTGAGCGAGGTCTGCACCACCCCTGGCTGCGTGATAGCA 
GCTGCCAGGATCCTCCAGAACATGGACCCGACCACGGAACCGTGTGACGACTTCTACCAG 
15 TTTGCATGCGGAGGCTGGCTGCGGCGCCACGTGATCCCTGAGACCAACTCAAGATACAGC 
ATCTTTGACGTCCTCCGCGACGAGCTGGAGGTCATCCTCAAAGCGGTGCTGGAGAATTCG 
ACTGCCAAGGACCGGCCGGCTGTGGAGAAGGCCAGGACGCTGTACCGCTCCTGCATGAAC 
CAGAGTGTGATAGAGAAGCGAGGCTCTCAGCCCCTGCTGGACATCTTGGAGGTGGTGGGA 
l& GGCTGGCCGGTGGCGATGGACAGGTGGAACGAGACCGTAGGACTCGAGTGGGAGCTGGAG 
i3 20 CGGCAGCTGGCGCTGATGAACTCACAGTTCAACAGGCGCGTCCTCATCGACCTCTTCATC 

Q TGGAACGACGACCAGAACTCCAGCCGGCACATCATCTACATAGACCAGCCCACCTTGGGC 
I A ATGCCCTCCCGAGAGTACTACTTCAACGGCGGCAGCAACCGGAAGGTGCGGGAAGCCTAC 
CTGCAGTTCATGGTGTCAGTGGCCACGTTGCTGCGGGAGGATGCAAACCTGCCCAGGGAC 
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AGCTGCCTGGTGCAGGAGGACATGGTGCAGGTGCTGGAGCTGGAGACACAGCTGGCCAAG 
25 GCCACGGTACCCCAGGAGGAGAGACACGACGTCATCGCCTTGTACCACCGGATGGGACTG 
GAGGAGCTGCAAAGCCAGTTTGGCCTGAAGGGATTTAACTGGACTCTGTTCATACAAACT 
GTGCTATCCTCTGTCAAAATCAAGCTGCTGCCAGATGAGGAAGTGGTGGTCTATGGCATC 
CCCTACCTGCAGAACCTTGAAAACATCATCGACACCTACTCAGCCAGGACCATACAGAAC 
TACCTGGTCTGGCGCCTGGTGCTGGACCGCATTGGTAGCCTAAGCCAGAGATTCAAGGAC 
fU 30 ACACGAGTGAACTACCGCAAGGCGCTGTTTGGCACAATGGTGGAGGAGGTGCGCTGGCGT 

M GAATGTGTGGGCTACGTCAACAGCAACATGGAGAACGCCGTGGGCTCCCTCTACGTCAGG 
flj GAGGCGTTCCCTGGAGACAGCAAGAGCATGGTCAGAGAACTCATTGACAAGGTGCGGACA 
1 3 GTGTTTGTGGAGACGCTGGACGAGCTGGGCTGGATGGACGAGGAGTCCAAGAAGAAGGCG 
CAGGAGAAGGCCATGAGCATCCGGGAGCAGATCGGGCACCCTGACTACATCCTGGAGGAG 
35 ATGAACAGGCGCCTGGACGAGGAGTACTCCAATCTGAACTTCTCAGAGGACCTGTACTTT 

GAGAACAGTCTGCAGAACCTCAAGGTGGGCGCCCAGCGGAGCCTCAGGAAGCTTCGGGAA 
AAGGTGGACCCAAATCTCTGGATCATCGGGGCGGCGGTGGTCAATGCGTTCTACTCCCCA 
AACCGAAACCAGATTGTATTCCCTGCCGGGATCCTCCAGCCCCCCTTCTTCAGCAAGGAG 
CAGCCACAGGCCTTGAACTTTGGAGGCATTGGGATGGTGATCGGGCACGAGATCACGCAC 
40 GGCTTTGACGACAATGGCCGGAACTTCGACAAGAATGGCAACATGATGGATTGGTGGAGT 
AACTTCTCCACCCAGCACTTCCGGGAGCAGTCAGAGTGCATGATCTACCAGTACGGCAAC 
TACTCCTGGGACCTGGCAGACGAACAGAACGTGAACGGATTCAACACCCTTGGGGAAAAC 
ATTGCTGACAACGGAGGGGTGCGGCAAGCCTATAAGGCCTACCTCAAGTGGATGGCAGAG 
GGTGGCAAGGACCAGCAGCTGCCCGGCCTGGATCTCACCCATGAGCAGCTCTTCTTCATC 
45 AACTATGCCCAGGTGTGGTGCGGGTCCTACCGGCCCGAGTTCGCCATCCAATCCATCAAG 
ACAGACGTCCACAGTCCCCTGAAGTACAGGGTACTGGGGTCGCTGCAGAACCTGGCCGCC 
TTCGCAGACACGTTCCACTGTGCCCGGGGCACCCCCATGCACCCCAAGGAGCGATGCCGC 
GTGTGGTAGCCAAGGCCCTGCCGCGCTGTGCGGCCCACGCCCACCTGCTGCTCGGAGGCA 
TCTGTGCGAAGGTGCAGCTAGCGGCGACCCAGTGTACGTCCCGCCCCGGCCAACCATGCC 
50 AAGCCTGCCTGCCAGGCCTCTGCGCCTGGCCTAGGGTGCAGCCACCTGCCTGACACCCAG 
GGATGAGCAGTGTCCAGTGCAGTACCTGGACCGGAGCCCCCTCCACAGACACCCGCGGGG 
CTCAGTGCCCCCGTCACAGCTCTGTAGAGACAATCAACTGTGTCCTGCCCACCCTCCAAG 
GTGCATTGTCTTCCAGTATCTACAGCTTCAGACTTGAGCTAAGTAAATGCTTCAAAGAAA 
AAAAAAAAAAAAAAAAAACTCGACTCTAGATTGCG 

55 
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SEQ ID No. 6: 

MGKSEGPVGMVESAGRAGQKRPGFLEGGLLLLLLLVTAALVALGVLYADRRGKQLPRLAS 
5 RLCFLQEERTFVKRKPRGIPEAQEVSEVCTTPGCVIAAARILQNMDPTTEPCDDFYQFAC 
GGWLRRHVIPETNSRYSIFDVLRDELEVILKAVLENSTAKDRPAVEKARTLYRSCMNQSV 
IEKRGSQPLLDILEWGGWPVAMDRWNETVGLEWELERQLALMNSQFNRRVLIDLFIWND 
DQNSSRHIIYIDQPTLGMPSREYYFNGGSNRKVREAYLQFMVSVATLLREDANLPRDSCL 
VQEDMVQVLELETQLAKATVPQEERHDVIALYHRMGLEELQSQFGLKGFNWTLFIQTVLS 

10 SVKIKLLPDEEVWYGIPYLQNLENIIDTYSARTIQNYLVWRLVLDRIGSLSQRFKDTRV 

NYRKALFGTMVEEVRWRECVGYVNSNMENAVGSLYVREAFPGDSKSMVRELIDKVRTVFV 
ETLDELGWMDEESKKKAQEKAMSIREQIGHPDYILEEMNRRLDEEYSNLNFSEDLYFENS 
LQNLKVGAQRSLRKLREKVDPNLWIIGAAWNAFYSPNRNQIVFPAGILQPPFFSKEQPQ 
ALNFGGIGMVIGHEITHGFDDNGRNFDKNGNMMDWWSNFSTQHFREQSECMIYQYGNYSW 

15 DLADEQNVNGFNTLGENIADNGGVRQAYKAYLKWMAEGGKDQQLPGLDLTHEQLFFINYA 
QVWCGSYRPEFAIQSIKTDVHSPLKYRVLGSLQNLAAFADTFHCARGTPMHPKERCRVW 
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